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Affinisep provides solutions to every PROTEOMICS challenge!

Your benefits BioSPE™

Ready-to-use SPE kits specially

Single Cell analysis conceived for various applications in:

Automate compliant ;
» Metabolomics

Highthrough put » Proteomics
processing

Clinical v
proteomics : = H

384 well plates 96 well plates Spin
available microelution columns

» Genomics

Tips

AttractSPE®Disks

A wide range of polymeric and silica-based sorbent chemistries

» CI18, C8, C4, HILIC

Visit us booth 3

We are offering you an exceptional
10% discount with the code DGMS24

on all our products* from
March 10th to April 15th 2024

» HLB, SAX, RPS, SCX, PS-DVB

Extraction and purification of
analytes in plasma, serum,
urine, saliva and more!

*contact us for more details!



11:00 am —
6:00 pm

11:15 am —
1:15 pm

1:15 pm —
2:30 pm

2:30 pm

3:00 pm —
4:15 pm

4:15 pm

4:45 pm

5:00 pm

5:45 pm

7:15 pm —
10:00 pm
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March 10 - 13, 2024 | Freising, Germany
— AGENDA -

SUNDAY - March 10th, 2024

Registration
Location: Entrance ZHG

Lipid analysis and Lipidomics Interest Group Meeting

Location: Lecture Hall 16

Targeted analysis | Prosit, Koina, and

of proteomics Oktoberfest:

data in Skyline Deep-learning for

Location: Seminar | Proteomics

Room 3 research at your
fingertips
Location: Lecture
Hall 15

Coffee Break
Location: Foyer ZHG

Targeted analysis | Prosit, Koina, and

of proteomics Oktoberfest:

data in Skyline Deep-learning for

Location: Seminar | Proteomics

Room 3 research at your
fingertips
Location: Lecture
Hall 15

Coffee Break
Location: Foyer ZHG

Welcome and opening remarks
Gerhard Kramer, Bernhard Kiister
Location: Lecture Hall 14

Wolfgang Paul Lecture
Chair: Thorsten Benter
Location: Lecture Hall 14
Kimberly Prather

Award Session |

- Honorary DGMS Membership — Michael Karas — 10 min

WORKSHOPS - Part 1

LipiTUM
Computational
Lipidomics: In-
depth data
analysis methods
and tools for
everyone

Location: Lecture
Hall 16

WORKSHOPS - Part 2

LipiTUM
Computational
Lipidomics: In-
depth data
analysis methods
and tools for
everyone

Location: Lecture
Hall 16

Field lonization,
Field Desorption
and Liquid
Injection Field
Desorption/loniza
tion

Location: Seminar
Room 1

Field lonization,
Field Desorption
and Liquid
Injection Field
Desorption/loniza
tion

Location: Seminar
Room 1

High-resolution
mass
spectrometry

Location: Seminar
Room 2

High-resolution
mass
spectrometry
Location: Seminar
Room 2

- Wolfgang Paul Study Awards — Kim Greis (talk) and Sarah Brandner (poster) — 30 min
- Mass Spectrometry in Life Sciences Award — Nicola Zamboni — 30 min

- Young Scientist Award — Maximilian Horstmann — 20 min

Location: Lecture Hall 14

Welcome mixer
Location: Foyer ZHG



8:00 am —
4:00 pm

9:00 am

9:45 am

10:30 am

12:00 pm —
1:00 pm

12:00 pm

1:30 pm

3:00 pm
3:30 pm —
5:00 pm

5:00 pm —
6:00 pm

5:45 pm

6:00 pm —
10:00 pm

Starting at
9:45 pm

MONDAY - March 11th, 2024

Registration
Location: Entrance ZHG

Plenary Lecture |

Chair: Christina Ludwig
Location: Lecture Hall 14
Dirk Haller

Coffee Break
Location: Foyer ZHG

Session 1: Proteomics

Chair: Marcus Bantscheff
Location: Lecture Hall 14
Keynote: Anne Claude Gingras
Jonas Poehls

Johanna Tueshaus

Andreas Tholey

Lunch symposium — Thermo
Fisher Scientific

Location: Lecture Hall 14

Lunch Break

Location: Mensa Weihenstephan
Session 4: General Topics:
Fundamentals, lonization, lon

Manipulation and
Fragmentation

Chair: Jurgen H. Gross
Location: Lecture Hall 14
Keynote: Anouk Rijs
Stefanie Po6tz

Alexandra Pape

Jens Dreschmann

Coffee Break
Location: Foyer ZHG

Poster Session | — Even Numbers

Location: Foyer ZHG downstairs

DGMS Board Meeting
Location: Seminar Room 1

Bus Transportation to Garching

Conference Evening

Session 2: Element and
Imaging Mass Spectrometry

Chair: Sven Heiles
Location: Lecture Hall 15
Keynote: Ute Kramer
Carsten Engelhard
Aljoscha Koérber

Bonnie Tyler

Lunch symposium — Covaris
Location: Lecture Hall 15

Session 5: Environmental
Analysis

Chair: Heiko Hayen
Location: Lecture Hall 15
Keynote: Anton Wallner
Ralf Zimmermann
Christopher Rtiger

Nico Ueberschaar

- Guided Tour and Planetarium Show

- Conference Dinner
Location: Planetarium Garching

Bus Transportation to Freising

Session 3: Food and Flavour
Analysis

Chair: Christian Hegmanns
Location: Lecture Hall 16
Keynote: Matthias Wust
Michael Gigl

Ansgar Korf

Sabrina Geil3litz

Lunch symposium — Agilent
Technologies

Location: Lecture Hall 16

Session 6: Pharmaceutical
Applications

Chair: Michael Schrader
Location: Lecture Hall 16
Keynote: Marcus Bantscheff
Michael O. Glocker

Christian Neusuf3

Lukas Schwalb



8:00 am —
4:00 pm

9:00 am

9:45 am

10:30 am

12:00 pm —
1:00 pm

12:00 pm

1:30 pm

3:00 pm

3:30 pm —
4:30 pm

4:30 pm —
6:00 pm

6:00 pm —
7:00 pm

6:00 pm —
10:00pm

TUESDAY - March 12th, 2024

Registration
Location: Entrance ZHG

Plenary Lecture Il
Chair: Bernhard Kiister
Location: Lecture Hall 14
Ingrid Kdgel-Knabner

Coffee Break

Location: Foyer ZHG
Session 7: Clinical Mass
Spectrometry

Chair: Andreas Tholey
Location: Lecture Hall 14
Keynote: Ron Heeren
Johanna Breuer

Oliver Kardell

Silvia Radrezza

Lunch symposium — Waters GmbH

Location: Lecture Hall 14

Lunch Break

Location: Mensa Weihenstephan
Session 10: Molecular Imaging
Mass Spectrometry

Chair: Nicole Strittmatter
Location: Lecture Hall 14
Keynote: Julia Laskin

Annika Mokosch
Stefania-Alexandra lakab
Alexander Potthoff

Coffee Break
Location: Foyer ZHG

DGMS Members Meeting
Location: Lecture Hall 15

Poster Session Il = Odd Numbers

Location: Foyer ZHG downstairs

Core Facilities Interest Group Meeting

Location: Lecture Hall 15

Session 8: Computational

Mass Spectrometry
Chair: Mathias Wilhelm
Location: Lecture Hall 15

Keynote: Sebastian Bocker

Ciara Conway
Zlxuan Xiao
Robin Schmid

Session 9: Polymers and High-
Resolution Mass Spectrometry

Chair: Marianne Engeser
Location: Lecture Hall 16
Keynote: Kathrin Breuker
Phillippe Diederich

Klara Sander

Laurin Gabler

Lunch symposium — Eppendorf SE

Location: Lecture Hall 16

Session 11: Career Paths in

Mass Spectrometry
Chair: Axel Imhof
Location: Lecture Hall 15
Anne Claude Gingras
Sara Marquart

Hannes Hahne
Christof Lenz

Session 12: Analysis of Lipids,
Carbohydrates, RNA and DNA

Chair: Dominik Schwudke
Location: Lecture Hall 16
Keynote: Michael Witting
Vera Schwantes
Vannuruswamy Garikapati
Julica Inderhees

MS Imaging Interest Group Meeting

Location: Lecture Hall 16

Young Scientists Interest Group — Evening Event

Location: iGZW conference room



8:00 am —
2:00 pm

9:00 am

9:45 am

10:15 am

11:45 pm

1:00 pm

2:00 pm —
3:15 pm

2:00 pm —
3:15 pm
3:15 pm

3:45 pm —
5:00 pm

3:45 pm —
5:00 pm

WEDNESDAY - March 13th, 2024

Registration
Location: Entrance ZHG

Plenary Lecture Il
Chair: Corinna Dawid
Location: Lecture Hall 14
Nicole Strittmatter

Coffee Break
Location: Foyer ZHG

Session 13: Instrumentation Session 14: Proteins and Post- | Session 15: Natural Products
and Automation translational Modifications and Metabolites

Chair: Bernhard Spengler Chair: Chien-Yun Lee Chair: Karin Kleigrewe
Location: Lecture Hall 14 Location: Lecture Hall 15 Location: Lecture Hall 16
Keynote: Hamish Stewart Keynote: Nina Morgner Keynote: Jean-Luc Wolfender
Andreas Thomas Harald John Lisa Kurzwell

Manuela Moritz Sofia Ainatzi Klaus Wolkenstein

Sonja Klee Julian Mller Schmitt Fabian

Award Session Il
Chair: Andrea Sinz

- Mattauch Herzog Award — Fan Liu and Jonas Warneke — 50 min
- Poster Awards — 15 min

Closing Ceremony and Sneak Preview DGMS 2025 — 10 min
- Corinna Dawid, Géttingen Team

Location: Lecture Hall 14

Lunch Break

Location: Mensa Weihenstephan

LC-MS Interest Group Meeting — Part 1

Location: Lecture Hall 16

WORKSHOPS - Part 1

MS Imaging Al-powered analysis of bottom-up proteomics
Location: Lecture Hall 14 data with CHIMERYS

Location: Lecture Hall 15
Coffee Break
Location: Foyer ZHG
LC-MS Interest Group Meeting — Part 2
Location: Lecture Hall 16
WORKSHOPS - Part 2

MS Imaging Al-powered analysis of bottom-up proteomics
Location: Lecture Hall 14 data with CHIMERYS

Location: Lecture Hall 15



A NEW ERA OF

MASS SPECTROSCOPY

Big benefits for all analytical lab researches:

v high mass accuracy standard 1ppm

v" high sensitity R>= 30.000

v" fast data acquisition (capable of doing GCxGC)
v" 96% match in automated unknows detection

JEOL

l El

Biotechnology s : a

Pharma & Drugs

Environment ‘ Pl

Chemistry & Petrochemistry

Polymers
Additives & Oll
Food & Beverages
Fragrances

Packaging

AccuTOF GC-Alpha

[®)

&

7 lonization methods in just 1 instrument
Easy fast and reliable data acquisition
Unique and high-performing hard-software-package

JEOL (Germany) GmbH 85356 Freising sales@jeol.de +49 8161 9845 www.jeol.de



https://www.jeol.de/electronoptics/produktgruppen/molekularanalytische-systeme/massenspektrometer/jms-t200gc-accutof-gcx-plus.php
www.jeol.de
https://www.jeol.de/electronoptics/produktgruppen/molekularanalytische-systeme/massenspektrometer/jms-t200gc-accutof-gcx-plus.php
https://www.jeol.de/electronoptics/produktgruppen/molekularanalytische-systeme/massenspektrometer/jms-t200gc-accutof-gcx-plus.php
https://www.jeol.de/electronoptics/produktgruppen/molekularanalytische-systeme/massenspektrometer/jms-t200gc-accutof-gcx-plus.php
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